SUPPLEMENTARY MATERIAL

Supplementary Table 1. Fragment patterns obtained by PCR-RFLP for assignment of CYP3A5 genotypes after

digestion with the BseMII and Ddel enzymes

Enzyme Genotype Size of fragments obtained after digestion
BseMII CYP3A5*1/*1 197 bp
CYP3A5*1/*3 197 bp, 162 bp, 35 bp
CYP3A5*3/*3 162 bp, 35 bp
Ddel CYP3A5*1/*1 129 bp, 71 bp
CYP3A5*1/*3 129 bp, 107 bp, 71 bp, 22 bp (not visible)
CYP3A5*3/*3 107 bp, 71 bp, 22 bp (not visible)

The 22-bp fragments were not visualized on 2% agarose gel.



Supplementary Table 2. Individual distribution of CYP3A5 genotypes determined by PCR-RFLP in the study

population
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The final genotype was assigned based on the concordance of the digestion patterns obtained with both restriction

enzymes.



